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RAW SEQUENCE LISTING 
?t?ENT APPLICATION: US/09/655,272 

Tnniit set ■ A:\138300.app 

output set: N:\CKF3\06I52001\l655272.raw 



DATE: 06/15/2001 
TIME: 17:23:49 



ENTERED 



3 

4 
5 
6 
7 



<110> APPLICANT: HONORE, ERIC 
FINK, MICHEL 
LAZDUNSKI, MICHEL 
5 LESAGE, FLORIAN 

7 DUPRAT, FABRICS ^^^^^^oSENSITIVE MAMMALIAN POTASSIUM CHANNELS 

,1 S:.f.ie^r™"™=rL.. .COS .»o ™. .s. 

\l OF SAID CHAmELS IH DOTG SCREENING 

22 Sl> PRIOR FILING DATE: 1998-03-05 

24 <160> NUMBER OF SEQ ID NOS : 5 

26 <170> SOFTWARE: Patentin Ver . ^.x 

28 <210> SEQ ID NO: 1 

29 <211> LENGTH: 1757 

30 <212> TYPE: DNA 

31 <213> ORGANISM: Unknown Sequence 

33 <220> FEATURE: 

34 <221> NAME/KEY: CDS 

35 <2 2 2> LOCATION: ( 284 )..( 1477 ) 

II l^r.l,~0.: Be=cript.on of a„Xnov„ s«ae„ce: ONA .«co.i», ^A 

40 <400> SEQUENCE: 1 . nnrafccQQt qgcggctgtc ctgagccccg 60 

fl ccacgcgtcc gcggacgcgt l^f ^l^^^^^^^ ZZTcacc. ftcccagcct ggaaggttgg 1 
4 3 ggccagctga tgtccaggtt agggcagcgt 999^^^^^^ ggcctggaca agacagcatt 180 
4 5 acttcacgtc gacccttctc tgagtcttct 9 caggagctcc ctgctccttc 240 

47 ggggagccca gaggctgcag gtgcagtgac ^ ^ 295 

49 ttcccaggca ggaagtggag ctggacctgc ctctgg yy 

50 1 

s ii: s f.'. s s f.i s ^2 'sf. s', 
H s s s SI ri =r. s s r„ 

59 ^^rr ^-^-t rta aaq gac cat ccc tgt 

61 aag aaa atg gat cat ggc cga gac eg ttt ctg ^gg g^^ 

62 Lys Lys Met Asp His Gly Arg Asp 3q 

63 *° , aat ttc ate aag etc ctg gtt gaa gcc 

II III III X "1 11° - - ' - 1" 
II ct, 4? "° 



343 



391 



439 



487 



535 



file://C:\CRF3\Outhold\VsrI655272.htm 



6/15/01 



Page 2 of 7 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/655,272 



DATE: 06/15/2001 
TIME: 17:23:49 



Tnnnt Set : A:\l38300.app 
output set: N:\CKF3\0615200I\l655272.raw 



70 Leu Gly Gly Gly Ala 



71 



70 



7 3 cac tea 

74 His Ser 

75 85 

77 ate ate 

78 He He 
79 

81 ggg cgt 

82 Gly Arg 
83 

85 ggg atg 

86 Gly Met 
87 

89 egg ggc 

90 Arg Gly 



tea get tgg 
Ser Ala Trp 

act ace ate 
Thr Thr He 
105 

etc ttt tgt 
Leu Phe Cys 
120 

ctg ctg gcg 
Leu Leu Ala 
135 

ate ggc cac 
He Gly His 



91 



150 



93 ceg ggg 

94 Pro Gly 

95 165 

97 tgc ctg 

98 Cys Leu 
99 

101 age tgg 

102 Ser Trp 
103 

105 act gta 

106 Thr Val 
107 

109 tct cca 

110 Ser Pro 

111 230 

113 gee tac 

114 Ala Tyr 

115 245 

117 gtg tec 

118 Val Ser 
119 

121 get age 

122 Ala Ser 
123 

125 ecc age 

126 Pro Ser 
127 

129 ttg ceg 

130 Leu Pro 

131 310 

133 cet gea 

134 Pro Ala 



ctg gtg aga 
Leu Val Arg 



etc ttt gtc 
Leu Phe Val 
185 

age aag tta 
Ser Lys Leu 

200 
ggc ttt ggc 
Gly Phe Gly 
215 

gee tac cag 
Ala Tyr Gin 

ttc gee tea 
Phe Ala Ser 



Asn Pro 
75 

aac ctg 
Asn Leu 
90 

ggc tat 
Gly Tyr 

ate ttc 
He Phe 

gga gtc 
Gly val 

ate gaa 
He Glu 
155 
agt ctg 
Ser Leu 
170 

etc act 
Leu Thr 



Glu Thr Ser Trp 



ggc age 
Gly Ser 

ggc aat 
Gly Asn 

tat gca 
Tyr Ala 
125 
ggg gac 
Gly Asp 
140 

gea ate 
Ala He 



gee ttc 
Ala Phe 
95 

ata gtc 
He val 
110 

ctg gtg 
Leu Val 

egg ctg 
Arg Leu 

ttc ttg 
Phe Leu 



tec gca gtg etc 
Ser Ala Val Leu 
175 

cet ace ttc gtg 
Pro Thr Phe Val 
190 

gaa gee ate tac ttt gtt 
Glu Ala He Tyr Phe Val 
205 

gat tat gta cec ggc gat 
Asp Tyr val Pro Gly Asp 



cgc ega 
Arg Arg 

tgg acc 
Trp Thr 
280 
gee ceg 
Ala Pro 
295 

gca ceg 
Ala Pro 



act 
Thr 
265 
ggc 
Gly 

ceg 
Pro 

cet 
Pro 



cec gea gag 
Pro Ala Glu 



ceg ctg 
Pro Leu 
235 
gtg etc 
Val Leu 
250 

egg gca 
Arg Ala 

aca gtg 
Thr Val 

cca gag 
Pro Glu 

get gtt 
Ala val 
315 
aag gtt 
Lys Val 



val 
220 

gtg tgg ttc tgg 
Val Trp Phe Trp 



ace acc 
Thr Thr 

gag atg 
Glu Met 

aca gcg 
Thr Ala 
285 
aag gag 
Lys Glu 
300 

gtt gag 
Val Glu 



ate ggc 
He Gly 
255 
ggt ggc 
Gly Gly 
270 

cga gtg 
Arg Val 

caa cca 
Gin Pro 

cca gee 
Pro Ala 



gag act ceg tee 
Glu Thr Pro Ser 



Thr Asn Ser Ser Asn 
80 

ttt ttc teg ggg acc 
Phe Phe Ser Gly Thr 
100 

tta cac aca gat gee 
Leu His Thr Asp Ala 
115 

ggg ate cca ctg ttc 
Gly He Pro Leu Phe 
130 

ggc tee tct ctg cgc 
Gly Ser Ser Leu Arg 
145 

aag tgg cat gtg cca 
Lys Trp His Val Pro 
160 

ttc ctg ctg ate ggc 
Phe Leu Leu He Gly 
180 

ttc tee tac atg gag 
Phe Ser Tyr Met Glu 
195 

ata gtg act etc acc 
He val Thr Leu Thr 
210 

ggc ace ggg cag aac 
Gly Thr Gly Gin Asn 
225 

ate ttg ttt ggc eta 
He Leu Phe Gly Leu 
240 

aac tgg ttg cga gca 
Asn Trp Leu Arg Ala 
260 

eta aeg gca cag get 
Leu Thr Ala Gin Ala 
275 

acc cag ega act ggg 
Thr Gin Arg Thr Gly 
290 

etc ctg ecc tec tct 
Leu Leu Pro Ser Ser 
305 

ggc agg cec ggc tee 
Gly Arg Pro Gly Ser 
320 

ceg cec aeg gee tea 
Pro Pro Thr Ala Ser 



583 



631 



679 



727 



775 



823 



871 



919 



967 



1015 



1063 



1111 



1159 



1207 



1255 



1303 
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RAW SEQUENCE LISTING ^j^g. 17:23:49 

PATENT APPLICATION: US/09/655,272 liM^.- 

input set : A:\138300.app 

output set: N:\CRF3\06152001\I655272.raw 

335 340 
135 325 330 ^^^a 1351 



135 325 330 ^^^a 

137 get ctg gat tac ccc agt gag aat ctg gcc ttc ate g g^g 

138 Ala Leu Asp Tyr Pro Ser Glu Asn Leu Ala Phe 

139 345 ggt 1399 
Z tS cfn sf. S Tla fe^u Pro A^g Ala Pro Arg 01. 

^4^5 cgc cgc cga ^^c aac oca tec aaa aag cet tee aga eee egg ggt eet 1447 
146 Arg Arg Arg Pro Asn Pro Ser Lys Lys Pro Ser Arg 

III ggg ega ete ega gae aag gee gtg eeg gtg taggggeagg atetetggae 1497 
150 Gly Arg Leu Arg Asp Lys Ala Val Pro Val 

i^53 eeggateeea egeeaggget ttegetettg etgatget „tt9 1557 
155 eeaaagagee gtceetettt tgtteeaegt 9gtgeaaec ctg 99^9 ,,aageeeae 1677 
157 gceaaatgec aeegetcttc cetggctggt tcttcacate cacaaetgtg 1737 

159 catceaagge tttctgcctc gctcccctge cggttttgac cere ^^^^ 
161 ccteaaaacc tgcaeeaata 

164 <210> SEQ ID NO: 2 

165 <211> LENGTH: 398 

166 <212> TYPE: PRT 

167 <213> ORGANISM: Unknown Sequence 

lilt "»Po™.TIO»: Description of .nkno.n Sequence: 
\]l r LrSf «r Leu Leu .1. Leu Leu Ma Leu V.l Leu Leu Tyr 
1^6 Lei V.l ser 01, .la Leu V.l Phe Gl„ «. Leu- Glu Glu Pro His Glu 
"■,1 Glu Gl„ .1. oil Lys Lys Met ASP His Gly .sp Gl„ Phe Leu Ar, 
III ASP HIS pro Gys v.l Ser Gin lJs Ser Leu Glu Asp Phe lie Lys Leu 
183 50 55 ^ ^j^^ 

185 Leu Val Glu Ala Leu Gly Gly Gly Ala Asn I'ro 

III .11 ser ser .s„ His sll Ser .1. Trp Asn Leu Gly ser .1. Phe Phe 
III Phe ser Gly Thr I'le lie Thr Thr lie Gly Tyr Gly Asu Ue Val Leu 
III HIS Thr ASP A°ia Gly Ar, Leu Phe Cys He Phe Tyr Al. Leu Val Gly 
lie pro ill Phe Gly Met Leu IZ Ala Gly v.l Gly Asp Ar, Leu Gly 

19^ ^-1 His lie Glu Ala He Phe Leu Lys 

200 ser Ser Leu Arg Arg Gly He Gly His lie Giu 

201 145 150 g ^la val Leu Phe 

203 Trp His Val Pro Pro Gly Leu Val Arg Ser Leu Ser Aia 

204 , u^i TPii Thr Pro Thr Phe val Phe 
206 Leu Leu He Gly Cys Leu Leu Phe Val Leu Thr 



207 180 
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DATE: 06/15/2001 

RAW SEQUENCE LISTING ^/^/..q 

Stent APPLICATION: US/09/655,272 TIME: 17.23.49 

input set : A:\138300.app 
output set: N:\CRF3\06I52001\I655272.raw 

rr Moi- r^u ser Trp Ser Lys Leu Glu Ala He Tyr Phe Val He 
209 Ser Tyr Met Glu her irp aex 



III val Ihr Leu Th. Thr v,l Gly 'ph^ Gly .sp Tyr V.l Pro =ly Asp Gly 



III Thr g" Gin A=n Ser Pro Tyr Gl„ Pro Leu val Trp Phe Trp lie 



215 



220 



235 



III Phe Gly Leu .1, T^r Phe Ma Ser Val Thr Thr II. Gly .s„ 

9 A S ^OU 

III Trp Leu »la Val Ser Ar, Thr Ar, Ala Glu Met Gly Gly Leu 
III Thr Ma Glu HI Ma Ser Trp Thr Gly Thr val Thr M. Ar, val Thr 
II' Glu Thr Gly pro Ser Ala Pro Pro Pro Glu Lys Glu Gl„ Pro Leu 



295 



III Leu pro ser ser Leu Pro lit Pro Pro Ala Val val Glu Pro Ala Gly 

III IrJ pro Oly Ser Pro Ala Pro Ala Olu Lys val Clu Thr Pro Ser Pro 

236 pro Thr Ala Ser fla Leu Asp Tyr Pro Ser Glu Asn Leu Ala Phe He 

239 ASP Glu ser Ser Asp Thr Gin Ser Glu Arg Gly cys Ala Leu Pro Arg 

III Ala pro irg Gly Arg Arg Arg Pro Asn Pro Ser Lys Lys Pro Ser Arg 

'ts pro Arg Gly Pro Gly Arg lIu Arg Asp Lys Ala Val Pro Val 
246 385 390 3^5 

249 <210> SEQ ID NO : 3 

250 <211> LENGTH: 336 

251 <212> TYPE: PRT 

252 <213> ORGANISM: Unknown Sequence 

255 :223; OTHriNEORMATIO.: Description of Unknown Sequence: TWIK 

257 <400> SEQUENCE: 3 ^ Leu Val Glu Arg 

258 Met Leu Gin Ser Leu Ala Gly Ser Ser cys vax ay 

5 

261 His Arg ser Ala Trp Cys Phe Gly Phe Leu Val Leu Gly Tyr Leu Leu 
264 Tyr Leu Val Phe Gly Ala Val Val Phe Ser Ser Val Glu Leu Pro Tyr 



267 Glu ASP Leu Leu Arg Gin Glu Le^ Arg Lys Leu Lys Arg Arg Phe Leu 

^^r. c.r\ 55 



270 Glu g'iu His Glu Cys Leu Ser Glu Gin Gin Leu Glu Gin Phe Leu Gly 
273 Ar5 val Leu Glu Ala sl^ Asn Tyr Gly Val Ser Val Leu Ser Asn Ala 
276 ser Gly Asn Trp Asn Trp Asp Phe Thr Ser Ala Leu Phe Phe Ala Ser 

279 Thr val Leu Ser Thr Thr Gly Tyr Gly His Thr Val Pro Leu Ser Asp 

280 115 



120 
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DATE: 06/15/2001 
RAW SEQUENCE LISTING ^^^J 17.23-49 

PATENT APPLICATION: US/09/655,272 TIME. 17.2J.4y 

input set : As\138300 .app 

output set: N:\CRF3\06152001\I655272.raw 

282 Gly Gly Lys Ala Phe Cys lie He Tyr Ser Val lie Gly He Pro Phe 

283 130 
285 



III Leu Phe Leu Thr III v,l V.l Gin Ar, He Th. val His v,l 



iir pro val Leu Tyr Phe His lie .r, Trp Gly Phe Ser Lys 



288 



165 170 



III Gin val val Ma Tie Val His Ala Val Leu Leu Gly Phe Val Thr Val 



294 ser Cys Phe Phe Phe He Pro Ala III Val Phe Ser Val Leu Glu Asp 
297 ASP Trp III Phe Leu Glu Ser Phe Tyr Phe Cys Phe He Ser Leu Ser 

300 Thr lie Gly Leu Gly Asp lH Val Pro Gly Glu Gly Tyr Asn Gin Lys 

230 jii J -5 

301 225 , p rjiyj- Leu Leu Leu Gly 
Phe Arg Glu Leu Tyr Lys He Gly He Thr Lys ly 



185 



303 
304 



306 Leu He Ala Met Leu Val Val Leu Glu ihr Phe Cys Glu Leu His Glu 
fo9 Leu Lys Lys Phe Arg Lys Met Phe Tyr Val Lys Lys Asp Lys Asp Glu 
III ASP Gin vll His He He Glu His Asp Gin Leu Ser Phe Ser Ser He 



250 



295 



3i5 Thr ASP Gin Ala Ala Gly Met Lys Glu Asp Gin Lys Gin Asn Glu Pro 

310 J 1 -3 

III III val .1. Thr am ser Ser .1. Cys val »sp Gly Pro .1. Asn His 



319 



325 



322 <210> SEQ ID NO: 4 

323 <211> LENGTH: 370 

324 <212> TYPE: PRT 

32 5 <213> ORGANISM: Unknown Sequence 

III :llT> OTHEnNro™ATIO«, Description of On.no.n Sequence. TBBK 

III 2l"T?ro U Leu Leu .sp Pro Lys Ser Ua .1. Oln .sn ser 

5 

334 Lys pro Arg Leu Ser Phe Ser Ser Lys Pro Thr Val Leu Ala Ser Arg 
337 val Glu Ser Asp Ser Ala He Asn Val Met Lys Trp Lys Thr Val Ser 

340 Thr He Phe Leu Val Val Val Leu Tyr Leu He He Gly Ala Ala Val 

341 50 55 



3:3 Phe lJs Ala Leu Glu Gin Pro Gin Glu He Ser Gin Arg Thr Thr He 

344 .65 , Tvio ^^r^ ui <z Ala Cvs Val Asn Ser 

346 val He Gin Lys Gin Thr Phe He Ala Gin His Ala Cys 

^49 Thr Glu Leu Asp Glu Leu He Gin Gin He Val Ala Ala lie Asn Ala 



105 

353 H5 120 



352 Gly He He Pro Leu Gly Asn Ser sir Asn Gin Val Ser His Trp Asp 
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